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3 <110> APPLICANT: Dessen, Andrea 
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219 <210> SEQ ID NO: 2 

220 <211> LENGTH: 5 

221 <212> TYPE: PRT 

222 <213> ORGANISM: Homo sapiens 

224 <400> SEQUENCE: 2 

225 Gly Leu Ser Gly Ser 

226 1 5 



ttc aat ttt caa tat cca aat caa 2064 
Phe Asn Phe Gin Tyr Pro Asn Gin 
685 

atg cac ttc aat act ctg aac aac 2112 
Met His Phe Asn Thr Leu Asn Asn 
700 

gtt gaa age att gaa tat aga aga 2160 
Val Glu Ser He Glu Tyr Arg Arg 
715 720 
tec ctt agt aat gtt gag gea aga 2208 
Ser Leu Ser Asn Val Glu Ala Arg 

730 735 
agt aaa ccc aaa gca'' 2247 
Ser Lys Pro Lys Ala 
745 
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